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sample No.: 54331 ANKUSH U2ORR, ,  Res
Patient 1D: |
Name:

Sample Comment:

Positive
piff. Morph. Count

5.24 [19“3/UL]

WBC A
1.83 - [1© 6/ul]
i 5.5 - [g/dL]
HCT 16.3 - E%]
MCV 89.1 [fL]
MCH 3.1 [pgl
33.7 [g/dL]
3 * [10~3/uL]
42.0 [fL]
13.2  [%]
E=az IFE]
= [#L]
= %]
S . E%]
9.01 [10~3/uL] 0.2 [%]
9.23 * [1073/uL] 4.3 * [%]
4.85 * [10~3/uL]  92.6 * [%]
0.15 * [10”3/uL] 2.9 * [%]
0.01 [1e"3/uL] 0.2 [%]
0.00 [10°3/ulL] 0.0 [%]
0.0 * [%.

IG @.00 * [10°3/uL ]
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T : +91(0)B067154932/933 W : www.medgenome.com

Test Details

Tesi

HLA (Human Leukocyte Antigen) genes of the Major Histocompatibility Complex (MHC) encodes proteins that differentiates selfl from non self. It
governs innate and adaptive immunity and plays critical role in disease and immune defenses [1]. HLA typing is useful for determining the best match
donaors for allogenic bone marrow and organ transplantation, disease studies and paternity testing |2, 3. High resolution NGS based HLA typing is the
gold standard for HLA typing [4]. Accurate HLA typing for upto 4-fields, with G group coding for identical nucleotide sequences is done for classical
class | HLA genes A®, B*, C* and class I1 HLA genes DRE1*, DQB1* and DPBI1*. This enables careful selection of donors thereby critically improving
transplantation outcome |3, 5, 6, 7, 8].

Methodology

DNA extracted from Peripheral Blood in EDTA was used to amplify the HLA genes of interest by NGSgo kit from GenDx by long-range PCR, followed
by fragmentation and library preparation to be sequenced on the Miseq/ NovaSeq [llumina platform. The libraries were sequenced to mean =>80-100X
coverage on [llumina sequencing platform. The raw sequence reads are aligned using a FASTA-like algorithm. Instead of aligning the reads to a single
reference, however, the reads are aligned to all the alleles in the database. The IMGT/HLA database is used as the source of HLA alleles. To determine the
SNP haplotypes, every position in the reference is evaluated to define homozygosity or heterozygosity. The heterozygous positions are evaluated to
determine the cis-trans relationships (called phasing) between the bases at the individual heterozygous positions. All alleles in the library are compared
against the possible haplotypes found in the previous steps. The number of nucleotide mismatches with each allele is determined., as well as the number of
mismatches with the determined phasing data. Mismatches at exons and introns are treated separately. A list of alleles is selected with a limited number of
mismatches. From these alleles, all possible genotypes are generated which will contain the most likely genotype(s) present in the original dataset. For
cach of these genotypes, the mismatch level of the two alleles with the phased data is determined. The genotype(s) with the lowest mismatch count s (are)
reported [9).

Disclaimer:

* HLA genotypes were determined based on the IMGT/HLA database release 3.52. The occurrence of HLA genotyping results and the number
of different allele combinations by a NGS assay for an individual may change according to the version of the IMGT/HLA database release.
Please contact MedGenome at a later date for any change.

+ "This test was developed and its performance characteristics determined by MedGenome"
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